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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT: IMMER, Hansueli 

\ FORSSMANN, Wolf-Georg 
\ ADERMANN, Knut 
\kLESSEN, Christian 

(ii) TITLE OF INVENTION: PROCESS AND INTERMEDIATE PRODUCTS FOR 
PREPARING CARDIODILATON FRAGMENTS AND HIGHLY PURIFIED CARDIODILATIN 
FRAGMENTS \ 

(iii) NUMBER OF SEQUENCES: 11 

( iv) CORRESPONDENCE \ADDRESS : 

(A) ADDRESSEE :\Nikaido, Marmelstein, Murray & Oram 

(B) STREET: 653 Fifteenth Street, N.W., Suite 330 

(C) CITY: Washington 

(D) STATE: D.C. \ 

(E) COUNTRY: USa\ 

(F) ZIP: 20005-4810 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Fibppy disk 

(B) COMPUTER: IBM PQ compatible 

(C) OPERATING SYSTEm\ PC-DOS/MS-DOS 

(D) SOFTWARE: Patentrh Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER:\uS 09/027,777 

(B) FILING DATE: 23-FEB-Nl998 

(C) CLASSIFICATION: \ 

(vii) PRIOR APPLICATION DATA: \ 

(A) APPLICATION NUMBER: DE^4 20 381.0 

(B) FILING DATE: 02-JUN-1994 

(vii) PRIOR APPLICATION DATA: \ 

(A) APPLICATION NUMBER: DE 193. 13 784.1 

(B) FILING DATE: lO-APR-1995 \ 

(viii) ATTORNEY/AGENT INFORMATION: \ 

(A) NAME: Kitts, Monica C. \ 

(B) REGISTRATION NUMBER: 36,105 \ 

(C) REFERENCE /DOCKET NUMBER: P16l\-8019 



(ix) TELECOMMUNICATION INFORMATION: 
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(A) TELEPHONE: (202) 638-5000 

(B) TELRFAX: (202) 368-4810 



(2) INFORMATION FOR\sEQ ID N0:1: 

(i) SEQUENCE CHJpACTERISTICS: 

(A) LENGTH :\ 17 amino acids 

(B) TYPE: amino acid 

(C) STRANDEI^ESS: 

(D) TOPOLOGyV linear 

(ii) MOLECULE TYPE :\ peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID N0:1: 

Cys Phe Gly Gly Arg Met Asp Arg lie Gly Ala Gin Ser Gly Leu Gly 
1 5 \ 10 15 

Cys 



(2) INFORMATION FOR SEQ ID N6:2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 aminq acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 




ID NO: 2: 



(xi) SEQUENCE DESCRIPTION: 

Leu Arg Ala Leu Leu Thr Ala Prb Arg Ser Leu Arg Arg Ser Ser 
1 5 \ 10 15 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 
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(D) TOPOLOGY: \linear 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPmON: SEQ ID NO: 3: 



Asn Ser Phe Arg Tyr 
1 5 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amiilo acids 

(B) TYPE: amino acia 

(C) STRANDEDNESS: \ 

(D) TOPOLOGY: linear\ 

(ii) MOLECULE TYPE: peptide\ 



(ix) FEATURE: \ 

(A) NAME/KEY: Peptide \ 

(B) LOCATION: 1 \ 

(D) OTHER INFORMATION: /note= "Xaa is. an amino acid chain 
having chain length 0-15 amino\ acids . " 

(ix) FEATURE: \ 

(A) NAME/KEY: Peptide \ 

(B) LOCATION: 17 \ 

(D) OTHER INFORMATION: /none= "Xaa is an amino acid chain 
of 0 - 5 amino acids . " \ 

(ix) FEATURE: \ 

(A) NAME/KEY: Cross-links \ 

(B) LOCATION: 2.. 18 \ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:^: 

Xaa Cys Phe Gly Gly Arg Met Asp Arg lie Gly Ala Gin Ser Gly Leu 
15 lOy 15 

Gly Cys Xaa \ 



(2) INFORMATION FOR SEQ ID NO: 5: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32\ amino acids 

(B) TYPE: amind acid 

(C) STRANDEDNESB : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Thr Ala Pro Arg Ser Leu Arg Arg 3er 3er Cys Phe Gly Gly Arg Met 
1 5 \ 10 15 

Asp Arg He Gly Ala Gin skr Gly Leu Gly Cys Asn Ser Phe Arg Tyr 
20 \ 25 30 



(2) INFORMATION FOR SEQ ID N0:6:\ 

(i) SEQUENCE CHARACTERISTICS \ 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid \ 

(C) STRANDEDNESS : \ 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site \ 

(B) LOCATION: 1 \ 

(D) OTHER INFORMATION: /producc= "Modified by a Boo protecting 
group and a tBu protecting group" \ 

(ix) FEATURE: \ 

(A) NAME/KEY: Modif ied-site \ 

(B) LOCATION: 4 \ 

(D) OTHER INFORMATION: /note= "Modified by a tBu protecting group 
and a Pbf protecting group" \ 



Cross-links 
11 . A27 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 7 



group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
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(D) OTHER iNFORMATION: /note= "Modified by a Pbf protecting 



FEATURE: 

(A) NAME/KEi[: Modif ied-site 

(B) LOCATION: 8 

(D) OTHER INFORMATION: /note= "Modified by a Pbf protecting 



FEATURE : 

(A) NAME/KEY :\ Modif ied-site 

(B) LOCATION:! 9 

(D) OTHER INFORMATION: /note= "Modified by a tBu protecting 



FEATURE : 

(A) NAME/KEY: ^^pdif ied^site 

(B) LOCATION: 

(D) OTHER INFORliATION: /note= "Modified by a tBu protecting 



FEATURE : 

(A) NAME/KEY: Mod^f ied-site 

(B) LOCATION: 11 
(D) OTHER INF0RMAT\[0N: /note= "Modified by a Acm protecting 



(xi) SEQUENCE DESCRIPTION^ SEQ ID NO: 6: 

Thr Ala Pro Arg Ser Leu Atg Arg Ser Ser Cys Phe Gly Gly 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO: 7 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 12 amino acXds 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) Note INFORMATION: /product 
group and a Pbf protecting group" 



= "Modified by a Fmoc protecting 
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(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
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FEATURE: 

(A) NAME/KftY: Modif ied-site 

(B) LOCATION: 3 

(D) Note INFORMATION: /prociuct= "Modified by a OtBu protecting 



FEATURE: 

(A) NAME/KEY i Modif ied-site 

(B) LOCATION:! 4 

(D) Note INFORMATION: /product= "Modified by a Pbf protecting 



FEATURE : 

(A) NAME/KEY: ^odif ied-site 

(B) LOCATION: 

(D) Note INFORf*A.TION: /product= "Modified by a Trt protecting 



FEATURE : 

(A) NAME/KEY: Moc\if ied-site 

(B) LOCATION: 9 

(D) Note INFORMATION: /product= "Modified by a tBu protecting 



(xi) SEQUENCE DESCRIPTIONS SEQ ID NO: 7 

Arg Met Asp Arg lie Gly Ala Gin Ser Gly Leu Gly 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO: 8; 

(i) SEQUENCE CHARACTERISTICJ 

(A) LENGTH: 8 amino aciJJs 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 
(D) Note INFORMATION: /note= 

H" 



\'Xaa is an Fmoc protecting group or 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 



group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
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(B) LOCATION A 2 

(D) Note INFORMATION: /product= "Modified by a Trt protecting 



FEATURE : 

(A) NAME/KEY: M^dif ied-site 

(B) LOCATION: 

(D) Note INFORM?lTION: /product= "Modified by a Trt protecting 



FEATURE : 

(A) NAME/KEY: Mo^if ied-site 

(B) LOCATION: 4 

(D) Note INFORMAtIeON: /product= "Modified by a tBu protecting 



FEATURE : 

(A) NAME/KEY: Modi J^ied-site 

(B) LOCATION: 6 

(D) Note INFORMATION: /product= "Modified by a Pbf protecting 



FEATU[RE : 

(A) NAME/KEY: Modif i^d-site 

(B) LOCATION: 7 

(D) Note INFORMATION: \/product= "Modified by a tBu protecting 



FEATURE : 

(A) NAME/KEY: Modif ied-Vite 

(B) LOCATION: 8 

(D) Note INFORMATION: /nbte= "Xaa is 0-OH or an 0-OtBu protecting 



(xi) SEQUENCE DESCRIPTION: SEQ m NO: 8: 

Xaa Cys Asn Ser Phe Arg Tyr Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 
. (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
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(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 



FEATURE : 

(A) NAME /KEY: >lodif ied-site 

(B) LOCATION: 

(D) Note INFOW^TION: /note= "Xaa is H or an Fmoc protecting 



FEATURE : . 

(A) NAME/KEY: Mo^lif ied-site 

(B) LOCATION: 2 

(D) Note INFORMA-ilON: /product= "Modified by a Pbf protecting 



FEATURE : 

(A) NAME/KEY: Modi\f ied-site 

(B) LOCATION: 4 
(D) Note INFORMATION: /product= 



"Modified by a OtBu protecting 



FEATURE : 

(A) NAME/KEY: Modi fj\ed- site 

(B) LOCATION: 5 \ 
(D) Note INFORMATION^ /product= "Modified by a Pbf protecting 

FEATURE : 

(A) NAME/KEY: Modif ied\site 

(B) LOCATION: 9 

(D) Note INFORMATION: /broduct= "Modified by a Trt protecting 



FEATURE : 

(A) NAME/KEY: Modif ied-si^e 

(B) LOCATION: 10 
(D) Note INFORMATION: /pro\duct= "Modified by a tBu protecting 



FEATURE : 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 14 

(D) Note INFORMATION: /producY= "Modified by a Trt protecting 



FEATURE : 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 15 

(D) Note INFORMATION: /product= \"Modified by a Trt protecting 
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(ix) FEATURE: 

(A) NAME/KEY: ^Ddif ied-site 

(B) LOCATION: li 

(D) Note INFORMATION: /product= "Modified by a tBu protecting 



group" 

(ix) FEATURE; 

(A) NAME/KEY: Mod^f ied-site 

(B) LOCATION: 18 
(D) Note INFORMATION: /product= "Modified by a Pbf protecting 

group" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ^ed-site 

(B) LOCATION: 19 
(D) Note INFORMATION^: /product= "Modified by a tBu protecting 

group and an OtBu protecting gtoup" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

Xaa Arg Met Asp Arg lie Gly\Ala Gin Ser Gly Leu Gly Cys Asn Ser 
1 5 \ 10 15 

Phe Arg Tyr 



(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) Note INFORMATION: /productA "Modified by a Hoc protecting 
group and a tBu protecting group" 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 4 

(D) Note INFORMATION: /product= "Modified by a Pbf protecting 
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group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 
(ix) 

group" 



FEATURE : 

(A) NAME/KEY: l^Iodi f ied-site 

(B) LOCATION; 

(D) Note INFORl^ATION: /product= "Modified by a tBu protecting 



FEATURE : 

(A) NAME/KEY: Moc^lif ied-site 

(B) LOCATION: 7 
(D) Note INFORMATION: /product= 



FEATURE : 
(A) NAME/KEY: Modi f\Led-site 



"Modified by a Pbf protecting 



(D) Note INFORMATION: /product= "Modified by a Pbf protecting 



FEATURE : 

(A) NAME/KEY: Modifier-site 

(B) LOCATION: 9 
(D) Note INFORMATION: yproduct= 



"Modified by a Bu protecting 



FEATURE : 

(A) NAME/KEY: Modif ied-^ite 

(B) LOCATION: 10 

(D) Note INFORMATION: /piroduct= "Modified by a tBu protecting 



FEATURE; 

(A) NAME/KEY: Modif ied-sit\ 

(B) LOCATION: 11 

(D) Note INFORMATION: /prod\ict= "Modified by a Acm protecting 



FEATURE : 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 15 
(D) Note INFORMATION: /product\ 



"Modified by a Pbf protecting 



FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 17 

(D) Note INFORMATION: /product= "^lodified by a OtBu protecting 
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(ix) FEATURE: 

(A) NAME/«EY: Modif ied-site 

(B) LOCATPDN: 18 

(D) Note INlFORMATION: /product= "Modified by a Pbf protecting 



group' 



(ix) FEATURE: 

(A) NAME/KEY i Modif ied-site 

(B) LOCATION :\ 22 
(D) Note INFORMATION: /product= 



group' 



group' 



group' 



group' 



group' 



group' 



"Modified by a Trt protecting 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: $3 

(D) Note INFORMATION: /product= 



"Modified by a tBu protecting 



(ix) FEATURE: 

(A) NAME/KEY: Mc^dif ied-site 

(B) LOCATION: 2' 

(D) Note INFORMATION: /product= "Modified by a Trt protecting 



(ix) FEATURE: 

(A) NAME/KEY: Modi^ied-site 

(B) LOCATION: 28 
(D) Note INFORMATION: /product= "Modified by a Trt protecting 



(ix) FEATURE: 

(A) NAME/KEY: Modif i^d-site 

(B) LOCATION: 29 

(D) Note INFORMATION: \/product= "Modified by a tBu protecting 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-^ite 

(B) LOCATION: 31 
(D) Note INFORMATION: /pVoduct= 



"Modified by a Pbf protecting 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied- si t\e 

(B) LOCATION: 32 

(D) Note INFORMATION: /prod\uct= "Modified by a tBu protecting 
group and an OtBu protecting group" 



t 



% 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Thr Ala Pro Arg Ser Leu\ Arg Arg Ser Ser Cys Phe Gly Gly Arg Met 
1 5 \ 10 15 

Asp Arg lie Gly Ala Gin teer Gly Leu Gly Cys Asn Ser Phe Arg Tyr 
20 I 25 30 



(2) INFORMATION FOR SEQ ID NO:\ll: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino \acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-^ite 

(B) LOCATION: 11 

(D) Note INFORMATION: /ptoduct= "Modified by a Acm protecting 



group' 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Thr Ala Pro Arg Ser Leu Arg Ard Ser Ser Cys Phe Gly Gly Arg Met 
1 5 1 10 15 

Asp Arg lie Gly Ala Gin Ser GlylLeu Gly Cys Asn Ser Phe Arg Thr 
20 \25 30 



* 



